200
|

1a_H77 MIQURNSScHN HMTNBCPNSS
1a_HC-TN MQURNSTGH TNBCPNSS
1a_HCV-1 RNSTGH TNBCPNSS
1a_UKN1A20.8 TNBCPNSS
1a_UKN1A14.38 TNBCPNSS
UG-P04-2152 N TNBCPNSS
1b_HC-J4 TNBCSNSS
1b_UKN1B5.23 TNBECSNAS
1b_UKN1B12.16 TNBCSNTS
1b_Con1 HYMTNBCSNAS
1b_P5VD HUMTNBCSNAS
1b_P5VE TNBECSNAS
1b_P5VF TNBCSNAS
UG-P08-457 TNBCSNQS
UG-P08-458 TNBcSNQS
UG-P08-503 TNBECSNQS
UG-P08-921 TNBCSNQS
UG-P11-270 TNBCSNTS
UG-P11-76 TNBCSNTS
UG-P11-359 HUMTNBCSNTS
UG-P11-364 HUMTNBCSNTS
UG-P11-400 TNBCSNTS
UG-P21-544 TNBCSNSS
UG-P12-510 TNBCSNSS
UG-P12-677 TNBCSNSS
UG-P12-763 TNBCSNSS
UG-P12-1056 TNBCSNSS
UG-P10-7 TNBCSNSS
UG-P10-16 TNBCSNSS
UG-P10-252 HUMTNBCSNSS
UG-P10-261 HUMTNBCSNSS
UG-P10-264 TNBCSNSS
UG-PX-3164 TNBCSNTS
UG-P09-776 TNBCSNSS
UG-P09-779 TNBCSNSS
UG-P09-788 TNBCSNSS
UG-P09-1535 TNBCSNSS
UG-P07-640 TNBCSNAS
UG-P07-643 TNBCSNAS
UG-P07-1607 HUTNBCSNAS
2a_JFH-1 METNBCSNBS
2a_HC-J6CH METNBCTNBS
2a_UKN2A1.2 METNBCSNSS
2a_UKN2A2.4 MATNBCSNNS
2b_HC-J8 MATNBCSNNS
2b_UKN2B1.1 MATNBCSNSS
2b_UKN2B2.8 M MATNBCSNNS

3a_S52 BTNBCSNSS
3a_UNK3A1.28 TNBCPNSS
3a_UKN3A1.9 TNBCPNSS
3a_UKN3A13.6 TNBCPNSS
4a_01-09 WINMRNESGH TNBCPNSS
4a_02-42 NMINMRNESGHN HMTNBCPNSS
4a_02C lNllNTSGll HYMTNBCPNSS
4a_02Q M [ TNBCPNAS
4a_25 N TNBCPNSS
4a_ED43 M TNBCPNSS

4 UKN4.11.1 |l TNBCPNSS
5a_SA13 M TNBCPNSS
5a_EUH1480 M TNBCPNSS
5_UKN5.15.11 TNBCPNSS
5_UKN5.14.4 MIPMRNASGH TNBCPNSS
6a_EUHK2 BTEGNSSGHN HETNBCSNSS
6_UKN6.5.8 BTEGNSSGHEN HETNBCPNSS
6_UKN6.5.340 BTH B TNBCPNSS
7a_Qce9 NMEMRNSSGNN HETNBCPNAS
Consensus YEVRNVSGVY HVTNDCSNSS

4.3bits

Sequence logo
0.0bits

seRlleS6e | ATTNDCEN:S

220 240
| |

HUMEAABANE EGNASRCWNA
HVEE EGNASRcCWlA
] EGNASRCWEA
[ | EGNNSRcWAA
[ | EGNNSRcWlA
[ | EGNTSKcWlP
] EcNSSRcWlA
[ | ENNESRcWEA
[ | EGNSSRcWlA
[ | HTPGClPC ENNSSRcW¥A
] HTPGCliPC ENNNSRCW¥A
[ | HTPGCNP ENNNSRCWEA
[ | TPGClP ENNNSRCWNA
[ | HTPGClPC EGNTSRcWlA
] TRGCHP EBNTSRCWEA
[ | TPGCNP EGNASRCWEA
[ | HTPGCHNPC EGNTSRCWNA
[ | TPGCliP EGNSSRcliA
] HTPGClP EcNSSRcWlA
[ | HTPGCNPC GGNSSRCWENA
[ | '] HTPGCHNPC EGNSSRcWlA
'] HTPGClP EGNSSRcliA
] HTPGClP EGNTSRcW¥A
[ | HTPGCNPC ESNSSRcWlA
[ | HTPGClNP EGNSSRcWlA
[ | HTPGClP EBNSSRcWAA
] HTPGCliPC EsNSSRcWwliA
[ | HTPGCNP EcNESRcWuM
[ | HTPGClNP EGNESRcWlA
[ | HTPGClPC ERNESRcW¥A
] HTPGCliPC EcNBESRcW¥A
[ | HTPGCNP EGNESRcWEA
[ | HTPGClNP EGNESRcWlA
[ | HTPGClPC ENNMSRclA
] HTPGClP ENNESRcWEA
[ | HTPGCNP BNTSRCWlA
[ | HTPGCHNPC EBNTSRCWNA
[ | HTPGClP ENNESRclA
] HTPGClP ENNBESRcWEA
[ | ENNESRcWEA
[ | MicNTSRcWlP
HTWOEQAANE MicNnAsocwilp
BTWOEENANE BGNTSRCWEP

NVWQREBANVE EcNSSRcwillp
NTWoETBANE BNGTHEHCWEQ
NTWQENNANVE HCWllQ
NTWoETNANE NNGTHHCWEQ
HVNEAB [] BGNTSTCWTP
HVNEEAB BGNTSTCWTS
HVNEEAB BGNTSTCWTS
HVNEAB BeNEsSRcWTP
HVNEAB EGNQSRCWYA
NVNEAD EGNQSRcW¥A
HVNEAB TGNQSScWlA
HVNEAB TGNQSRCWlA
HVNEAB AGNQSRcCWElA
NVNEAD EGNQSRCcW¥A
HVNETE WicNQsscilia
NVNEAE QGNVMSRCWNQ
NVNEAB EBNVSRcW¥Q
HVNEANE TGNUSRcWEQ
NV¥EABNEN EGNVSRcW¥Q
BVEEABAVER WicNQsSTCWHA
NVEEABAVEE VUBNRSTCWHA
NVEEABAVEE VUBNRSTCWHA
NVNMETBNANE EGNTSRCWEP

IVYEAADMI L

HTPGCVPCVR

|7ERss Tt HsPGIVRCTR

EGNTSRCWVA

eell. SaOllx

UTPTHUATRBG
Bc K

UTPTHAT
MTPTUATREG
MTPTHATRBG
VAPTNAT

BG
VAPTUATEBG RE

BETPTEAARNA
BTPTHAARNT
BTPTHAARNS
BTPTHAARNA
BETPTEAARNS
BTPTHAARNS
BTPTHAARNS

BETPTEAARNN
BTPTEAARNG
BETPTEAARNG
BTPTEAARNG
BTPTEAARNG
BETPTEAARNS
BETPTEAARNS
BTPTEAARNS
BETPTEAARNS
BTPTEAARNS
BETPTEAARNS
BTPTEAARBE
BTPTEAA
BTrPTEAA
BETPTEAA
BTPTEAA
BETPTEAARNS
BETPTEAARNN
BETPTEAARNN
BTPTEAARNN
BETPTEAARNN
BETPTEAAWNE
BETPTEAARNE
BTPTEAARNE
WisPNvANRQP
VisPNUANQRP
VAPNNANSRP
ATPNUANRQ

grrTH

BTrTUATPEN
lTPTESAPSE
fTPTESAPSE
fTPTESAPSH
BTPTESAPNE
UsPTEATPNA
VispTEANPNA
VispTEANPNA
UAPTHAVRNR

LTPTLAARNS

viPTE AR«

R GABTRGHRAH W
BTRSERTH

Mch
csaviNcBE
csAviiicBE

WcB

WicB
csAavENGBE
csAvENGBE

Wich

Mch
csaviNcBE
csAviilicBE

WcB

TH
GABTAGHRSH

VUASERSH
GAPBESERSH
GAP..S..S.

BvlGAATH
EvlGAATH
BvlGAATN
BEvEGAATH

MEGAATA

licBEc
csABNNGBlc

CSAMYVGDLC

subfrotRe VILCUGRARE (SARIVGDCC

GANTBBEERTH NBEWUASATE

SAPTTTIRRH VDLLVGAAAF



1a_H77
1a_HC-TN
1a_HCV-1
1a_UKN1A20.8
1a_UKN1A14.38
UG-P04-2152
1b_HC-J4
1b_UKN1B5.23
1b_UKN1B12.16
1b_Con1
1b_P5VD
1b_P5VE
1b_P5VF
UG-P08-457
UG-P08-458
UG-P08-503
UG-P08-921
UG-P11-270
UG-P11-76
UG-P11-359
UG-P11-364
UG-P11-400
UG-P21-544
UG-P12-510
UG-P12-677
UG-P12-763
UG-P12-1056
UG-P10-7
UG-P10-16
UG-P10-252
UG-P10-261
UG-P10-264
UG-PX-3164
UG-P09-776
UG-P09-779
UG-P09-788
UG-P09-1535
UG-P07-640
UG-P07-643
UG-P07-1607
2a_JFH-1
2a_HC-J6CH
2a_UKN2A1.2
2a_UKN2A2.4
2b_HC-J8
2b_UKN2B1.1
2b_UKN2B2.8
3a_852
3a_UNK3A1.28
3a_UKN3A1.9
3a_UKN3A13.6
4a_01-09
4a_02-42
4a_02C
4a_02Q
4a_25
4a_EDA43
4_UKN4.11.1
5a_SA13
5a_EUH1480
5_UKN5.15.11
5_UKN5.14.4
6a_EUHK2
6_UKNG6.5.8
6_UKNG6.5.340
7a_QC69
Consensus

4.3bif
Sequence logo
0.0bits

300
|

320
|

GSUEEVGOEE TESPRREWTT QOBCNCSHNPG HETGHRMAWE
TESPRRHWTT | | SGHRMAWB
TESPRRHWT T TGHRMAWD
THSPRRHWTT TGHRMAWB
TESPRRHWTT TGHRMAWB
TESPRRHWTT TGHRMAWB

ESPRRHETM HUSGHRVAWB

PN TGHRMAWDE

HUSGHRVAWE

HUTGHRVAWE

HUTGHRVAWE

TGHRMAWB

lsPRRHETM TGHRMAWD

TESPRRHWTH SGHRMAWB

TESPRREWTM SGHRMAWD

TESPRRHWTH SGHRMAWB

TESPRRHWTH SGHRMAWB

HETHY SGHRMAWD

SGHRMAWD

HUSGHRVAWE

HUSGHRVAWE

SGHRMAWB

SGHRMAWD

TGHRMAWB

SGHRMAWB

TGHRMAWB

TGHRMAWD

TGHRMAWB

ESPRWHETM u TGHRMAWD

TESPRRHETE QBcNcsllirc RETGHRVAWE

TESPRWHETM oBcNcsliirc RETGHRVAWE

TESPRWHETM u TGHRMAWD

ESPRRHQTM SGHRMAWD

TGHRMAWB

TGHRMAWD

TGHRMAWB

TGHRMAWB

SGHRMAWB

SGHRMAWD

H¥SGHRMAWD

THTGHRMAWE

E THTGHRVMAWE

GAlIVEAAQNN MWSPQHHQOEM HUSGHRVAWE

GANMNAAQUN MMTPQHHTEM HUTGHRVAWE

B RENET TGHRMAWD

TGHRMAWB

TGHRMAWD

SGHRMAWB

TGHRMAWB

TGHRMAWB

TERPRRHQTM SGHRMAWD

SERPRRHWTT TGHRMAWB

SEQPRRHWTT QxcNcSHNMTG HETGHRMAWE

SEQPRRHWTT QBcNcSHNMTG HETGHRMAWE

SERPRRHWTT u
SERPRRHWTT
SERPRRHWTT
SERPRRHWT T
THSPRRHNEY
THRPRQHTTHY
THRPRQHATM
THRPRQHTTM u

ABEQPRRHWTY QBCNCSHMTG HMTGHRVAWE

TEQPRRHWTY QBCNCSHETG HMTGHRMAWE
TEQPRRHWTY

GAENASQAN BWKPGGGREN QBcNcsSHMPc HEMTGHRMAWE

GSVFLVSQLF TFSPRRHETV QDCNCSIYPG HVTGHRMAWD

 (aiFL0slef eePRRfefy

QsCNCS

340
|

MMMNIVSPTAA BNNAQEERNEP
MMMNWSPTAA ]
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTAA
MMMNWSPTAA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMBWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMSWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTAA
MMMNWSPHAA
MMMNWSPTAA
MMMNWSPTAA
MMMNWSPTAA
MMMNWSPTAA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTTA
MMMNWSPTAA
MMMNWSPTAA
MMMNWSPTAA
MMMNWSPTAT
MMMNWSPTAT
MMMNWSPTTT
MMMNWSPTET
MMBSWSPTHET
MMBENWSTTHET
MMENWSPTHET
MMMNWSPANIG
MMMNWSPANIG
MMMNWSPANG
MMMNWSPANG
MMMNWSPTTT
MMMNWSPTTT
MMMSWSPTTT
MMMNWSPTTT
MMMNWSPTTT
MMMNWSPTTT
MMMNWSPTAT
MMMNWSPTTA
MMMEWSPTTA
MMMNWSPTTA
MMMNWSPTSA
MMMNWSPTTT
MMMNWSPTTT
MMMNWSPTTT
MMQNWAPAES MEAANANRNP
MMMNWSPTTA LVVSQLLRIP

QAlMBVEAGA
HEBVE

QAN
QANNBVNTGA
QANNBVNAGA
QANUBVMY

QAll

QANNBVEAGA

QANUBMUAGA
[ |

|
QANNBVEAGA
¥

BvlAGA

[ [ |
clllTTYAGG
QAVVDMVAGA

360
|

IIGIIAGIAI

HWGHEAGHE
HWGNUMEGHEAN
HWGNUMEGHEAN
HWGNUMEGHEAN
HWGEY

WG
HWGUBEECEAN

HWGVLAGLAY

] ISMIGNIAII

ESMUGNWARM
EsvlGNWAK|
EsvEGNWAK
EsvlicNWAK
EsvlGNWAK
EsvlGNWAK|
MsvEGNWAK
MsvliGNWAK
MsvlGNWAK
MsvlcNWA KM
MsmlGNWARM
MsvliGNWAK
MsvlGNWAK
MsvNMGNWAK|
MsvEGNWAK
MsvliGNWAK
MsvlGNWAK
MsvNMGNWAK|
MsvEGNWAK
MsSMUGNWARM
MsMUGNWARM
MsvlcNWARY
MsvlGNWANE
MsSMUGNWARM
MsvlGNWAK
MsvNMGNWAK|
MsvEGNWAK
MsvliGNWAK
MsvlGNWAK
MsvlcNWA RN
MsvlGNWARM
MsvliGNWAK
MsvlGNWAK
MsvNMGNWAK|
MsvEGNWAK
MsvliGNWAK
MsvlGNWAK
MsvNMGNWAK|
MsvEGNWAK

EsvQcAWAK
EsvQGAWAK|
ESMQGAWARM
ESMQGAWARM
EsvQcAWAK
EsvQGAWAK|
ESMQGAWAK
MSMQGNWAK
MSMQGNWAK
MsSMQGNWAK
MSMQGNWAK
ESVQANWAK
ESMQANWARM
EsvQANWA RN
ESMQANWARK
ESVQANWAK
ESVQANWAK
EcMQANWAK
MASAANWAK
EASTANWAK
EASAANWAK
EASAANWAK|

EcMAGNWAKN
YSMVGNWAKV

1150 AuFGHRIAND NNWRNGPT=5 CivacceRi? exvadiavaGR NGVLKGEAT FSHaGINARY



1a_H77
1a_HC-TN
1a_HCV-1
1a_UKN1A20.8
1a_UKN1A14.38
UG-P04-2152
1b_HC-J4
1b_UKN1B5.23
1b_UKN1B12.16
1b_Con1
1b_P5VD
1b_P5VE
1b_P5VF
UG-P08-457
UG-P08-458
UG-P08-503
UG-P08-921
UG-P11-270
UG-P11-76
UG-P11-359
UG-P11-364
UG-P11-400
UG-P21-544
UG-P12-510
UG-P12-677
UG-P12-763
UG-P12-1056
UG-P10-7
UG-P10-16
UG-P10-252
UG-P10-261
UG-P10-264
UG-PX-3164
UG-P09-776
UG-P09-779
UG-P09-788
UG-P09-1535
UG-P07-640

UG-P07-643 [l

UG-P07-1607
2a_JFH-1
2a_HC-J6CH
2a_UKN2A1.2
2a_UKN2A2.4
2b_HC-J8
2b_UKN2B1.1
2b_UKN2B2.8
3a_S52
3a_UNK3A1.28
3a_UKN3A1.9
3a_UKN3A13.6
4a_01-09
4a_02-42
4a_02C
4a_02Q
4a_25
4a_ED43
4_UKN4.11.1
5a_SA13
5a_EUH1480
5_UKNS5.15.11

5 UKN5.14.4 §i

6a_EUHK2
6_UKN6.5.8
6_UKNG.5.340
7a_QC69

Consensus
4.3bits

Sequence logo
0.0bits

lEnvEEvScH

LIVMLLFAGV

rrURCLFAGY

1]
BA-ETMTTGG
BA-STHETGG
BG- XTXTXGX
Be-ETHNTGG
Bc-RTRTTGG
Bc-cTHNTGG
Bc-QTRNTGG
Bc-QTRNTGG
Bc-QTRNTGG
Bc-NTRNSGG
BeGHTNEVMGG
BGGTRTMGG
lGGlTNIMGG

BGSGTHEMGG
Bc-RTHNTGG
BeoaTTElGG
B -QTQlivGe
Bc-QTRNTGG
BG-HTHNSGG
Bc-cTHETGG
Be-QTRNTGG
Bc-NTHASGG
Bc-ETMATGG
Be-NTHATGG
Be-NTHATGG
Bc-NTHATGG
BG-TTHTTGA
lG-QAllTGA
BG-H l

BG- QTI.TGA
Be-NTHTTGG
Be-NTHTTGG
Bc-NTHTTGG
BA-cTTTNGG
BA-RTHTNGG
BA-sTHENAG
BA-STHTNMGS
BA-TTHSSGQ
BA-BETHTTGS

BA-sTHTTGG
BA-STHTTGG

BA - lTllXGS
lA-lTllSGG
lsee
Wiscc
lA lTllSGA
BA-QTRETGG
BA-NTRTNGG
BG-RTHTNMGG
BA-ETHSNGG
Bc-NTQTNGG
EA -QTvEAHG
EA-TTTTAHE

¥ EA-TTTTAHE

BA -ETvANIGA
DG-ETYVTGG

04 . Tove06

4(|)0
NAG-RTTAGH
SAA-RTTAGH
SAG-HTHMSGE
AAA - RQAAGE
SAA-RETAGH
AAA - KSANAE
VixG-HTTSGE
KQs - RBTHGE
SAA-QTTHGHE
TMA - ENTHGH
TAA -HNTRGHE
TAA-HNTRGE
TAA -ENTRGHE
AQA - ENTRGE
TQA - ETUSRE
NPA - EAARGH
SQA - ETMSRE
ANA - RGASGH
ANA - RGASGHE
TVWA-BTTAGH
ANA - RcASGH
BBc-RATAGE
MAG - RSTHEGE
QWG - HQAAGH
TAG-QTSRGHE
QAS-QQAASE
QNG - HOAAGH
SMA -HTTRGE
SMA - HTTRRE
SMA -RTTRGE
SMA -HTTHGHE
SMA -HTTHGHE
BAG-HNURTHE
AHG-RAASSH
oG -RAASSE
KQG - BlAssE
VoG - RAASsH
THA -RTTSNE
THA -RTTSHE
THA -RTTSNHE
AlNA - RSTNUN
SAA-QTTGRE
SAG-NTURRE
WiAS -McAAHE
EAc-RTVAGE
AAG - HAARGE
YA -RNTBTE
SWA - HSARGHE
QAA -RGARGH
HTA -RGARGH
TAA - RGAHGH
BAA-RQAQGE T
XAG-RTTSNX
Blic - xTNcTH
fits-xTTGGHE
SWA - RAANGH
Alic -RsTAGH
TPA-HGAQSH
SAA-QGAIGI

SAA-NsTscll
WisQ- -TTSGE
AAR- -ATAGE
AAR- -ATAGE
BAA -HTTGAR
SAA-RTTSGL

| |
lXXlSPGAlQ
UxExxPGAKQ

ASEBETPGAKQ
VcBETSGARQ
| |

SGARQ KEQ

VsBENPGPSQ
ASLFSPGPXQ

420
|

NHQEENTNGS
|

Q
NHQEENTNGS
NHQEENTNGS
KiloEm

llQllNTNGS
NHQEENTNGS
KHQENVNTNGS
NlQllNTNGS

QEN
NlQllNSNGS
NEQHEEINSNGS
HINSNGS
BINSNGS
ENSNGS
BNSNGS
BNTNGS
MINTNGS
UNTNGS

NEQEEQNGSS
NHQEENTNGS
KEQENNTNGS
ENTNGS
llQllNTNGS
NIQLINTNGS

WHENSTAENC
WHENSTAENC
WHENSTABNC

WHENRTAENC
WHENRTAENC
WHENRTAENC
WHENRTABENC
WHENRTAENC
WHENRTAENC
WHENRTAENC
WHENRTABENC
WHENRTAENC
WHENRTAENC
WHENRTAENC
WHENRTABENC
WHENRTAENC
WHENRTAENC
WHENRTAENC
WHENRTABENC
WHENRTAENC
WHENRTAENC
WHENRTAENC
WHENRTABENC
WHENRTAENC
WHENRTAENC
WHENRTAENC
WHENRTABENC
WHENRTAENC
WHENRTAENC
WHENRTAENC
WHENRTABENC
WHENRTAENC
WHUNRTAENC
WHUNRTAENC
WHENRTABENC
WHENRTAENC
WHENRTAENC
WHENRTAENC
WHENRTABENC
WHENRTAENC
WHENRTAENC
WHENRTAENC
WHENRTABENC
WHENRTAENC
WHENRTAENC
WHENRTAENC
WHENRTABENC
WHENSTAENC
WHENRTAENC
WHENRTAENC
WHENRTABENC
WHENRTAENC
WHENRTAENC
WHENRTAENC
WHENRTABENC
WHENRTAENC
WHENRTAENC
WHENRTAENC
WHENRTABENC
WHENSTAENC
WHENRTAENC
WHENRTAENC
WHENRTABENC
WHENRTAENC
WHENRTAENC
WHENRTAENC

WHINRTALNC

sk wotast tstFzsbpol KTQLYNTNGS WHTIRTALAC

440
|

NESENTGWHEA
NBSENTGWHA
NBSENTGWEA
NBSETTGWElA
NASHBTGWEA
NASHBTGWEA

NBSExTGEXA
||

NBSENTGEER
[ |

A
A

A

A

A

A

A

ElEA
NBSENTGEEA
A

A

A

A

-

A

A

A

A

NISINTG=I

A
A

A

A

A

A

A

EEA
NBSENTGEEA
A

A

A

A

-

A

A

A

A

| |
NBSEQTGENA

NDSLNTGFLA

ALFYTHKFNS

DSLRTGFLA sLFY<arfNs SGOPERMASC

460
|

SGCcPERBASC

SGCPERMASC
SGCPERMASC

SGCPERMASC
SGCPERMASC

SGCPERMSSC
TGCPQRESSsC

TGCPQRMASC
SGCPERMSSC

SGCPERMASC
SGCPERMASC



1a_H77

1a_HC-TN RPHETB

1a_HCV-1
1a_UKN1A20.8
1a_UKN1A14.38
UG-P04-2152
1b_HC-J4
1b_UKN1B5.23 R
1b_UKN1B12.16
1b_Con1

1b_P5vD RP

1b_P5VE
1b_P5VF
UG-P08-457
UG-P08-458
UG-P08-503
UG-P08-921
UG-P11-270
UG-P11-76
UG-P11-359
UG-P11-364
UG-P11-400
UG-P21-544
UG-P12-510
UG-P12-677
UG-P12-763
UG-P12-1056
UG-P10-7
UG-P10-16
UG-P10-252
UG-P10-261
UG-P10-264
UG-PX-3164
UG-P09-776
UG-P09-779
UG-P09-788
UG-P09-1535
UG-P07-640
UG-P07-643

UG-P07-1607 R

RRETBEAQGW

EAQ
RP INIAQGI
RPHBNEAQGW
IPllNlAQGI

480

GPHSHNAN - -

W GPHISHAB - -

GPHSNAN - -
GPHIGNTN - -

QGW GPTTMAN- -
lPlAllAQGI
IPlllIXQGI

GPHISMTN - -
GPHTHTX - -

¥B
GPHTNTG- -
GPHTHNG - -
GPHTHBG - -
GPHTHTG- -
GPHTHMAK - -
GPHTHAK - -
GPHTHAK
GPHTHAK - -

2a_JFH-1
2a_HC-J6CH R
2a_UKN2A1.2
2a_UKN2A2.4
2b_HC-J8
2b_UKN2B1.1
2b_UKN2B2.8
3a_S52
3a_UNK3A1.28 GPETHAN - -
3a_UKN3A1.9 GPETHAN - -
3a_UKN3A13.6 GPETBAN- -
4a_01-09 GPHGHNAN - -
4a_02-42 GPHGHNIAN - -
4a_02C GSHGHNAN - -
4a_02Q ] -
4a_25 B :
4a_EDA43 GPHGHNAN - -
4_UKN4.11.1 GPEGAAN - -
5a_SA13 GTHSNAA - -
5a_EUH1480 W GTHSHAT- -
5_UKN5.15.11 GTHSNAB - -
5_UKN5.14.4 GTHSMAN - -
6a_EUHK2 GQETHEN - -
6_UKN®6.5.8 GO THRNN -
6_UKN®6.5.340 W GQETHENN -
7a_Qce9 KPESBEBQGW GPEWHNNS - -
Consensus RPIDDFDQGW GPITYAN- -

4.3bits

Sequence logo
0.0bits

E?TBEF%QGW

GﬁT??i%

GSG- - IBERP

GSG - - PBQRP

500
|

NcWHNMPPRPC

RP
PNS - - SBORP
PBS - - PBQRP
H R

SRS - - PBQRP
SRs- - PBQRP
SRS - - PBQRP
SRS - - PBQRP
PHB - - PBORP
PHB - - PBQRP
PHB - - PBORP
PHB - - PBORP
PHB - - PBORP
PHS - - SBQRP
SNS- - PBQRP
PNS - - PBQRP
SNS - - PBQRP
SNS - - PBQRP
PNK - - SBQRP
PNK - - SBQRP
PNK - - SBQRP
PNK - - SBQRP
PNK - - SBQRP
SGG - - BBQKP
HRG - - PBQRP

HRG - - PBQRP
HRG - QRP

BBR
-TllPSlQlP
-1S--SDQRP

McwHNAPQPC
McWHNAPQPC
NcWwHEAPQPC
McwHNAPQPC
McwHNAPQPC
McWHNAPQPC
NMcWwHEAPRPC
McwHNAPRPC
McwHNAPRPC
McWwHNAPRPC
NMcWwHEAPRPC
McwHNAPQPC
McwHNAPQPC
McWHNAPQPC
NcWwHEAPQPC
McwHNAPQPC
McwHNAPRPC
NcwHNPPRPC
NcwHEPPEPC
NcwHNPPEPC
NcwHNPPEPC
McWHNAPQPC
NcWwHEAPQPC
McwHNAPQPC
NcwHNPPRPC
McwHNMPPROC
NcWwHEPPRPC
McwHNPPRPC
NcwHNPPRPC
NcwHNMPPRPC
NMcWwHEPPRPC

McwHNAPRSC
McWHEAPSPC
YCWHYAPRPC

cllirARSNIcG
cllMPARSNicG
clllipARSNicG
cllViPAlsSNicc
clliPARTNICG
cllMPARSNCcG
GxlipasQiicc
GllMiPASKNiCcG
clliPAAQNicG
clliPAAQNicG
GlllipAATEICG
GllMiPAATNICG
clliPAATNICG
cllMPASQNicG
clllipAsSQlicc
cll¥iPASQlicG
cllliPASQlicG
cllMPASKNcG

MPASENCG
GllMiPASENICG
cllipASGlicG

cllMPASENICG
WPASE

R
sUMPAAQHNICG
cllMiPASQNicG
clllrAsSQlicc
cllirAsSQlicG
cllirASQlicG
clNPAAEN

GllPAlSlCG
GENMsARTNCG
GlliPARSNICcG
cllMiPARSNiCcG
clliPARTNICG
cllisARTNCG
GlllisARTNcG
sWlipASSNicG
EsMrASKNcG
EsMPASKNcG
BrUKAATENCG
GllMiPAlSNicG
clliPAHSNICG
cllMPARSNIcG
clliPARSNICcG
cllViPAlSNicG
cllipASslicG
cllMPASSlicG
GllPAlGlCG
Gl cG
GllPAQS cG
GENMPARENCG
ENNPARSNCG
BUVMPARTNICG
BUNMPARTNICG
cllMiPARBNCG
GIVPASSVCG

520
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VNcETPSPN

MCcETPSPH

']
VNcETPSPN

VNcETPSPN
VNcETPSPN
cETPsPl
UNcETPSPH
VNcETPSPN

WU UTUTUUTUUTUTUUTUUTUTUUTUTUTUUTUTUUTUUTUUUTUUTUUUTUUTUUTUUUTUUTUTUTUUTUTUTUTUUTUTTUTUTTTUTTUTU

PUNcCETPSPN
PUNMCETPSPN
PUNMCETPSPN
PUNMCETPSPN
PVYCFTPSPV

WlMicTTBRSGA

VVGTTDRSGV

sosentDERP [OWHTRPEPC GYVPAesVCG PUYCETPSPY VGTIDReGo PTV<WGENET DVECLNRTRR

54:0
PTHSWGANBT
PTHSWGANBT
PTHSWGENBT
PTENRWGENET
PTETWGGNBT
PTENWGSNET
PTHSWGENET

PTHTWGENET
PTETWGENET
PTETWGENET

PTENWGENET
PTETWGANET
PTETWGANET

PTENWGSNET
PTENWGSNET

PTETWGENES
PTYTWGENET

DVLLLNNTRP



1a_H77
1a_HC-TN
1a_HCV-1
1a_UKN1A20.8
1a_UKN1A14.38
UG-P04-2152
1b_HC-J4
1b_UKN1B5.23
1b_UKN1B12.16
1b_Con1
1b_P5VD
1b_P5VE
1b_P5VF
UG-P08-457
UG-P08-458
UG-P08-503
UG-P08-921
UG-P11-270
UG-P11-76
UG-P11-359
UG-P11-364
UG-P11-400
UG-P21-544
UG-P12-510
UG-P12-677
UG-P12-763
UG-P12-1056
UG-P10-7
UG-P10-16
UG-P10-252
UG-P10-261
UG-P10-264
UG-PX-3164
UG-P09-776
UG-P09-779
UG-P09-788
UG-P09-1535
UG-P07-640
UG-P07-643
UG-P07-1607
2a_JFH-1
2a_HC-J6CH
2a_UKN2A1.2
2a_UKN2A2.4
2b_HC-J8
2b_UKN2B1.1
2b_UKN2B2.8
3a_852
3a_UNK3A1.28
3a_UKN3A1.9
3a_UKN3A13.6
4a_01-09
4a_02-42
4a_02C
4a_02Q
4a_25
4a_EDA43
4_UKN4.11.1
5a_SA13
5a_EUH1480
5_UKN5.15.11
5_UKN5.14.4
6a_EUHK2
6_UKNG6.5.8
6_UKNG6.5.340
7a_QC69
Consensus

4.3bits

Sequence logo

0.0bits

560
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PEGNWEGCTW
PEGNWEGCTW
PEGNWEGCTW
PEGNWEGCTW
PEGNWEGCTW
PEGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PHGNWEGCTW
PHGNWEGCTW
PHGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PRGNWEGCTW
PRGNWEGCTW
PRGNWEGCTW
PRGNWEGCTW
PRGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PQGNWEGCTW
PRGNWEGCTW
PRGNWEGCTW
PRGNWEGCTW
PQGSWEGCTW
PEGSWEGCTW
PRGAWEGCTW
PQGGWHEGCTW
PRGAWEGCTW
PQGAWEGCTW
PQGAWEGCTW
PSGRWEGCAW
PRGRWEGCTW
PRGRWEGCTW
PSGRWEGCTW
PQGAWEGCHMW
PQGAWEGCHW
PQGAWEGCHW
PQGAWEGCHW
PXGAWEGCUW
PHGAWEGCHW
PRGAWEGCHW
PTGNWEGCTW
PAGNWEGCTW
PAGSWHEGCTW
PTGNWEGCTW
PTGGWEGCTW
PTGGWHEGCTW
PTGGWHEGCTW
PQGSWEGCSW
PQGNWFGCTW

MNSTGETKNC
MNSTGET
MNSTGET
MNATGNT
MNSSGET
MNSSGETRNC
MNSTGETRTC
MNSTGETKTC
MNGTGETKTC
MNSTGETRTC
MNGTGETRTC
MNGTGETKTC
MNGTGETKTC
MNSTGETRTC
MNSTGETRTC
MNSTGETKTC
MNGTGETKTC
MNGTGETKTC
MNGTGETRTC
MNSTGETKTC
MNSTGETKTC
MNSTGETRTC
MNSTGETRTC
MNSTGETKTC
MNSTGETKTC
MNSTGETRTC
MNSTGETRTC
MNTTGETKTC
MNSTGETKTC
MNSTGETRTC
MNTTGETRTC
MNTTGETKTC
MNSTGETKTC
MNSTGETRTC
MNSTGETRTC
MNSTGETKTC
MNSTGETKTC
MNMTGETKTC
MNETGETRTC
MNMTGETRTC
MNSTGETKTC
MNSSGNTRTC
MNGTGETRTC
MNATGETKTC
MNGTGETHTC
MNGTGETKTC
MNGTGETRTC

ETR
MNSTGETKAC
MNGTGETKAC
MNSTGETRAC
MNSTGXTRAC
MNSTGETKTC

ETK

K
MNSTGETRTC
MNSTGETKTC
MNSTGETKTC
MNTTGETKTC
MNSTGFTKTC

D GaFGCH HIETEFTHGE GePPree. e T

580
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GAPPCNllcGE GNN- - - - - |
GAPPCNllGGE GNN- - - - - il |
GAPPCMMEGGA GNN- - - - - il |
GAPPCNMGGN GNN- - - - - |
GAPPCNllcGN GNK- - - - - |
GAPPCNEGGE GNN- - - - - il |
GGPPCNEGGE GNR- - - - - il |
GGPPCKMGGN GNN- - - - - |
GGPPCNEIGGA GNN- - - - - |
GGPPCNIGG. GNK- - - - - il |

']
cGPPcBllcGl
GAPPCNEGGE GNN- - - - - il |
GAPPCNEGGE GNN- - - - - il |
GGPPCNMGGN GNN- - - - - |
GGPPCNMGGN GNN- - - - - |
GGPPCNEGGH GNN- - - - - il |
GAPPCKMGGT GNN- - - - - il |
GGPPCNMGGN GNN- - - - - |
GGPPCNMGGN GNN- - - - - |
GGPPCNEGGE GNN- - - - - il |
GGPPCNEGGE GNN- - - - - il |
GGPPCNMGGN GNN- - - - - |
GGPPCBEGGN GNN- - - - - |
GGPPCBEGGE GNN- - - - - il |
GGPPCBMGGE GNN- - - - - il |
GGPPCBMEGGN GNN- - - - - |
GGPPCKMGGN GNN- - - - - |
GGPPCNMGGT GNN- - - - -

GGPPCNEIGGG
GGPPCNHEGGA
GGPPCNHEGGA
GAPPCNHEGGT
GAPPCNEIGGT
GAPPCNHEGGT
GAPPCRTR-A

GAPPCXNRTN
GAPPCXNKTN

GAPPCNHEGPT
GAPPCNHEGPT
GAPPCNHEGPT
GAPPCHEGPT
GAPPCQllirG
GAPPcQlliPG

sl
NEINSSA - NEE
BENSSA - NER
BEINSSA - NER
GAQSN--TS.
GNN- - ---

GGPPCKHERPQ
GAPPCNIGGV

600
|

BcPTBCERRH

TcPTBCERKH
TCPTDCFRKH

PEATHSRCcGS
PEATNSRCcGS
PBATHSRcGS
PBATMSRcGS
PEATNSRcGS
PEATNSRCcGS
PEATHTECGS
PEATHMTRCGS
PEATMTRCGS
PEATHTRCGS
PEATHTECGS
PEATHMTRCGS
PEATHMTRCGS
PEATHTRCGS
PEATHTECGS
PEATHMTRCGS
PEATHMTRCGS
PEATNARCGS
PEATNAKRCGS
PEATHMTRCGS
PEATHMTRCGS
PEATHTRCGS
PEATHTECGS
PEATHMTRCGS
PEATHMTRCGS
PEATHTRCGS
PEATHTECGS
PESTMTRCGS
PEATHMTRCGS
PEATHTRCGS
PEATHTECGS
PEATHMTRCGS
PEATHMTRCGS
PEATHTRCGS
PEATHTECGS
PEATHMTRCGS
PEATHMTRCGS
PEATHTRCGS
PEATHTECGS
PEATMTRCGS
PBATNNECGS
PBTTHMERCGS
PEATNSECcGA
PEATNSKCGA

K
PEATMSRCGA
PEATNMSRCGA
PEATNSRCGA
PEATNSRcGS
PETTMARCGS
PETTMARCGS
PETTHMARCGS
PETTNMAKRCGS
PETTMARCGS
PETTMARCGS
PATTHMTRCGS
PBATHTECGS
PBATMTRCGS
PEATMTRCGS
PBATHMTRCGS
PEATNQRCGS
PEATMQRCGS
PEATNQRCGS
PRATNSACGS
PEATYTKCGS

620
|

GPWHTPRCVE B
GPWHTPRCEN
GPWHTPRCE
GPWHTPRCH
GPWHTPRCH
GPWHTPRCH
GPWETPRCEN
GPWHETPRCVE
GPWHETPRCVE
GPWETPRCEY H
GPwWETPRCHEY B
GPWHETPRCH
GPWHETPRCH
GPWHETPRCH
GPWETPRCH
GPWHETPRCH
GPWHETPRCHN
GPWHETPRCVE
GPWETPRCME

GPWHETPRCVE
GPWETPRCME
GPWHETPRCEN
GPWHETPRCH
GPWETPRCEN B
GPWEAPRCEG B
GPWHETPRCH
GPWHETPRCH
GPWHETPRCH
GPWETPRCH
GPWHETPRCH
GPWHETPRCH
GPWHETPRCH
GPWETPRCE
GPWHEAPRCH
GPWHETPKCH
GPWHETPRCH
GPwWiETPKCEN B
GPWHETPRCEN H
GPWHETPRCH
GPWHETPRCH
GPWETPRCEN
GPWHETPRCVE

VUV UVUUVUVUUUUUVUUUUUUUUUUUUUUUTUUUUUUUTUTUUUUTUUUUUUUUUUUUUUUTUTUTUUTUTUTUUTT

GPWHTPRCEN H
cPWHTPRCcxH B
GPWHTPRCEN
GPWHTPRCH
GPWHTPRCH
cPWHTPRCH
GPWETPRCE
GPWHETPRCH

NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
BiiP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP
NP

MPMREWHNP
B~ MREWHNP
BN PNMREWHNP
MPNREWHNP
HYPEREWHNP

DYPYRLWHYP

GPWHETPRCVE

GPWLTPRCLV

(PTOCRKH PEATI=ROGS GPNCTPRC:Y 5YPIRLARTP CTule

640

CTVNFT | FKV

TTFRY



1a_H77 BEVMENGGNEHR BEAACNWTRG
1a_HC-TN RmNNGGN AACNWTRG
1a_HCV-1 AACNWTRG
1a_UKN1A20.8 AACNWTRG
1a_UKN1A14.38
UG-P04-2152 BE
1b_HC-J4 ENAACNWTRG
1b_UKN1B5.23 BENAACNWTRG
1b_UKN1B12.16 BENAACNWTRG
1b_Con1 BEAACNWTRG
1b_P5VD ENAACNWTRG
1b_P5VE R BENAACNWTRG
1b_P5VF BENAACNWTRG
UG-P08-457 BTAACNWTRG
UG-P08-458
UG-P08-503
UG-P08-921 BTAACNWTRG
UG-P11-270
UG-P11-76 R
UG-P11-359 BBAACNWTRG
UG-P11-364 BEBAACNWTRG
UG-P11-400
UG-P21-544
UG-P12-510
UG-P12-677
UG-P12-763 R
UG-P12-1056 BAACNWTRG
UG-P10-7 BTAACNWTRG
uG-p10-16 R BTAACNWTRG
UG-P10-252 BTAACNWTRG
UG-P10-261 BETAACNWTRG
UG-P10-264 R BTAACNWTRG
UG-PX-3164 BEAACNWTRG
UG-P09-776 BENAACNWTRG
UG-P09-779 ENAACNWTRG
UG-P09-788 BENAACNWTRG
UG-P09-1535 BENAACNWTRE
UG-P07-640 BENAACNWTRG
UG-P07-643
UG-P07-1607
2a_JFH-1 BTAACNETRG

2a_HC-J6CH RM

2a_UKN2A1.2

2a_UKN2A2.4 RENM

660
| |

BTAACNETRG
BEQAACNETRG
BEAACNETRG

2b_HC-J8 R EsAAacNETRG
2b_UKN2B1.1 BsAAcNETRG
2b_UKN2B2.8 ENAACNETRG
3a_S52 ETAACNWTRG
3a_UNK3A1.28 ETAACNWTRG
3a_UKN3A1.9 ETAACNWTRG
3a_UKN3A13.6 ETAACNWTRG
4a_01-09 RTENGGH MEMACNWTRG
4a_02-42 RTENMGGHEHR MEAACNWTRG
4a_02C RANMGGHEHX MEAACNWTRG
4a_02Q RTENGGE MEAACNWTRG
4a_25 R MEAACNWTRG
4a_EDA43 MQAACNWTRG
4_UKN4.11.1 MEMACNWTRG
5a_SA13 ACNWTRG
5a_EUH1480 AACNWTHNG
5_UKN5.15.11 AACNWTRG
5_UKN5.14.4 ACNWTRG
6a_EUHK2 .MllGGT.ll EBVACNWTRG
6_UKN®6.5.8 R EBAACNWTRG
6_UKN®6.5.340 AACNWTRG
7a_Qce9 RENMMGGMEHR EBAACNWTRG
Consensus RMYVGGVEHR LNAACNWTRG ERCDLEDRDR SELSPLLLST

4.3bits

Sequence logo
0.0bits

RTyGOVERR CARCNATRG ERCsLEDROR

TOWQWEPCSE
BrcsE

QUEPCSE
TTIQlIPcsl
TTIQ"Pcsl

BrcsE

TQWAlEPCSH
TQESHEPCSHE
TQEANEPCSE
TQEANERPCSE
TEEANEPCSE
TEWQILPCSF

7(|]0
TTEPAESTGH
TTEPABESTGH
TTEPAESTGHE
TTEPABESTGH
TTEPABTTGE
TTEPABTTGH
TTEPAESTGHE
TTEPABESTGH
TTEPABESTGH
TTEPABESTGH
TTEPAESTGHE
TTEPABESTGH
TTEPABESTGH
TTEPABETGE
TTEPAESTGHE
TTEPABESTGH
TTEPABESTGH
TTEPABESTGH
TTEPAESTGHE
TTEPABESTGH
TTEPABESTGH
TTEPABESTGH
TTEPAESTGHE
TTEPABESTGH
TTEPABESTGH
TTEPABESTGH
TTEPAESTGHE
sTEPABESTGH
TTEPABESTGH

TTEPABESTGE N

TTEPAESTGHE
TTEPABESTGH
TTEPABESTGH
TTEPAESTGH
TTEPAESTGHE
TTEPABESTGH
TTEPABESTGH
TTEPAESTGH
TTEPAESTGHE
TTEPABESTGH
sBErPABESTGH
sBEPABESTGH
sBEPAESTGHE
SsBEPABESTGH
PABESTGH
PAESTGH
sBEPAESTGHE
TPMPABSTGH
TPMPAWSTGH
TPMPABESTGH
TPMPAESTGHE
TTEPABESTGH
TTEPABESTGH
TTEPAESTGH
TTEPAESTGHE
TTEPABESTGH
TTEPABESTGH
TTEPABESTGH
TPTPAESTGHE
TPTPABESTGH
TPTPAESTGH
TPTPAESTGH
STMPAESTGHE
STMPABSTGHE
STMPABSTGHE
VPpEPAESTGHE

TTLPALSTGL

n n

IHLHQN I VDV

SECSPLLEST TewavLPCSF TrPALSTOL THLHGNTVDY QYLYGveSaw

720
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o] [1] [e] [elSH
clcssh
clicssil
GlicssH
clicssH ¥
clcssh
GMGSARE

EvNGESPAR
NMENcEsPAN

TS
liswANRWEWN
VSWA | KWEYV

o5eh KTy

QNENcHEsPAN
QYLYGVGSAV



1a_H77
1a_HC-TN
1a_HCV-1
1a_UKN1A20.8
1a_UKN1A14.38
UG-P04-2152
1b_HC-J4
1b_UKN1B5.23
1b_UKN1B12.16
1b_Con1
1b_P5VD
1b_P5VE
1b_P5VF
UG-P08-457
UG-P08-458
UG-P08-503
UG-P08-921
UG-P11-270
UG-P11-76
UG-P11-359
UG-P11-364
UG-P11-400
UG-P21-544
UG-P12-510
UG-P12-677
UG-P12-763
UG-P12-1056
UG-P10-7
UG-P10-16
UG-P10-252
UG-P10-261
UG-P10-264
UG-PX-3164
UG-P09-776
UG-P09-779
UG-P09-788
UG-P09-1535
UG-P07-640
UG-P07-643
UG-P07-1607
2a_JFH-1
2a_HC-J6CH
2a_UKN2A1.2
2a_UKN2A2.4
2b_HC-J8
2b_UKN2B1.1
2b_UKN2B2.8
3a_852
3a_UNK3A1.28
3a_UKN3A1.9
3a_UKN3A13.6
4a_01-09
4a_02-42
4a_02C
4a_02Q
4a_25
4a_EDA43
4_UKN4.11.1
5a_SA13
5a_EUH1480
5_UKN5.15.11
5_UKN5.14.4
6a_EUHK2
6_UKNG6.5.8
6_UKNG6.5.340
7a_QC69
Consensus

4.3bits

Sequence logo

0.0bits

VLLFLLLADA

LePLLLADA RCaCLiai: cyx0E

R¥csciavvi
cscEwvvE
cscEwvvE
csciwvvi
csciwvvi
cscEwvvE
cACEwWvVE
cAcEuvvE
cAcluvvE
RNcaAcBEuvvE
RN¥caAcBEuvvE
cAcEuvvE
cAcluvvE
cAcENMVE
cACERvVE
cAcEuvvE
cAcluvvE
cAcENMVE
cACEWvVE
R¥icAsBEavvE
R¥icacEavvE
cAcENMVE
cACEwWvVE
cAcEuvvE
cAcluvvE
cAcENMVE
cACEwWvVE
cAcEuvvE
cAcluvvE
RNcaAcBEuvvE
RN¥caAcBEuvvE
cAcEuvvE
cAcluvvE
cAcEAMVE
cACEwWvVE
cAcEuvvE
cAcluvvE
cAcENMVE
cACEWvVE
cAcEuvvE

| []

RUSAcEAVVE
RlISAcEWVVE

REcAcEAMMM

RVCACLWMML

BNSQAE 554
BlsQME 554
BENSQAE 554
BNSQAE 554
BNSQAE 554
BENSQAE 554
BENAQAE 554
BNAQAE 554
BUAQAE 554
BNAQAE 554
BENAQAE 554
BNAQAE 554
BNAQAE 554
BNAQAE 554
BENAQAE 555
BUAQAE 555
BNAQAE 555
BNAQAE 554
BENAQAE 554
BNAQAE 555
BNAQAE 554
BNAQAE 555
BENAQAE 554
BNAQAE 554
BNAQAE 554
BNAQAE 554
BENAQAE 554
BNAQAE 554
BNAQAE 554
BNAQAE 554
BENAQAE 554
BNAQAE 554
BNAQAE 554
BNAQAE 554
BENAQAE 554
BNAQAE 554
BNAQAE 554
BUAQAE 554
BWAQAE 554
BNAQAE 554
BEGQAE 558
BEGQAE 558
BEGQAE 558
BEGQAE 558
BEGQAE 558
BEGQAE 558
HEGQAE 558
MU SQAE 560
MESQAE 560
MESQAE 560
MESQAE 560
MU SQME 555
MU SQME 554
MM AQME 554
MESQNE 554
MU SQME 554
MM SQME 554
MU SQME 554
BN cQAE 555
BNcQAE 555
BNcQAE 555
BENWCQAE 555
BENSTHE 558
BNTNME 559
BNTNME 559
BVAQAE 558
L 1 AQAE




